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&5, de HYa e B Tl 38 & ASAATE ofste] HEH S HEA

ol A < 1/8009] RIE=E Ho|i, 254 H|T+ 4k
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Har AR 8+3](American College of Obstetricians and Gynecologists, ACOG)+=
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(International Society for Prenatal Diagnosis) % W|=2]&-+7%38}3](American College
of Medical Genetic sand Genomics)olA+= EE AtRIAA AFd F dvdes AH<=

37| = 3 tHGenet Med 2016:18:1056-1065).
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FAS A W B2 §7 Y AL 2ASE AoE zdss 4R A
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quality control) M4 4 F RUE P

# O Al : on target %, average coverage % coverage uniformity %, mapping quality &
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FZ A E(quality metrics) Z t
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93 4537 dE5& 1A
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NIPT version 1 457 T 2EZR

o ARE=HY:
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Ol EE HBoi= A

o A Y
o 45 B w=
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- | AAZSHA|(limit of detection)
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- 45WIIE A3 FH ==
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